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Improved genome editing of potato tetraploid with platinum ST B 1E
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A loss-of-function mutant allele of JAE4 gene encoding Importance of NADP (H) on metabolic pathway in the
a_transcrip’gional regulator for steroidal glycoalkaloid cyanobacterium Synechocystis sp. PCC 6803
blosynthesis in tomato | , OFi N B Bk BT, & HET2, )11 A0, FURG s 7,
O} #', Chonprakun Thagun's %2 K% M7 M |y ol (I R, 6 B0 CHFR ORI RY, 4
P HEBLS. AR EL KA BN T . WA B (BB | et
0 NV £ N (V= by NI = SN NG A 158 - )
10:06 |1Aa-04 1Ca-04
EREENH IO RN) TR A RESRFIEICEADIEE | > 7/ /N7 7 )T Synechocystis sp. PCC 6803XHNEE 7
A FDIRFR OF 4 — LEE
Exploration of the transcription factors regulating triterpenoid | Targeted proteome analysis of metabolism related proteins in
biosynthesis in licorice Synechosystis sp. PCC 6803
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Characterization of CYP716 family genes in higher plants
triterpenoid biosynthesis
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Studies on a serine biosynthetic enzyme 3-phosphoglycerate

dehydrogenase in liverwort Marchantia polymorpha
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Comprehensive identification of terpene synthases from A novel regulation mechanism of phosphorylation pathway for
Angelica archangelica serine biosynthesis in plant
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Functional characterization of a b-bisabolene synthase from | Regulatory mechanism for C/N-balance response by nuclear
Angelica archangelica. localized BTB proteins in Arabidopsis
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Functional analysis of gibberellin biosynthetic enzymes from | Molecular mechanism of flowering regulation in response to
Scoparia dulcis nitrogen availability
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Functional characterization of aroma terpene synthase in Expression analysis of CND41 homologue in tomato (So/anum
Camellia sinensis lycopersicum)
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Changes of gene expression involved in aliphatic ERAFBREXOEENREICL ZPELEMEL A X -V T
glucosinolate secondary modification in response to abiotic | Time gating of chloroplast autofluorescence for clearer
stresses fluorescence imaging in plants
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Effect of the 35S enhancer introduced into gentian on DNA
methylation
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Analysis of the relationship between transcription start sites
fluctuations and translational control
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Genetic engineering of betalain biosynthesis in tobacco and | The function of the transcription factor regulating seed cuticle
torenia plants formation in seed longevity.
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Development of transgenic stock plants expressing an IS5 T 2
improved CpYGFP that have blue-shifted excitation spectra GLK1/2 for chloroplast development affect ozone tolerance
ORI A2l RN M3 BB 47h% ik e e 52 through the regulation of stomatal movement
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Pathway engineering of sweetpotato utilizing the Isolation of Arabidopsis mutants with abnormal stomatal
ketocarotenoid biosynthesis gene responses to a single environmental signal
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StL_J(_JIy on development of GABA-fortified rice by a genome PECT1 D12
editing approach The functional of an enzyme CTP:phosphorylethanolamine
Oﬁ'ﬁIJELJ _‘,]':l\ /’\mg_} %&;jf_l\ (m—{j\ ;Ii_ ;1\ =} }}/EEEZ.S\ ﬁﬁ% E@éz\ cytidylyltransferase1 in guard cells
d R CEARK - A, CEATPRERE - AR R BEAIT. CRGE | OFE SOREE. /NI BIT RER AR BRI ASHE. VI AR
HKkE - 2 TR - ARBART) G T (LR - B, G EORRE - BT

14:00 |1Ap-06 1Cp-06
AARRE A XIZH T BTarget-AID (F7IF—t&K) #HVE 7)) L RHSPOOREEHIIC L 38> 3 v V0B DEE
IAA-glucose hydrolase (TGWE) /v 777 bRigDIEH Induction of heat shock responses by purine-based HSP90
IAA-glucose hydrolase (TGW6) gene knock out by Target- | inhibitor
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Establishment of Agrobacterium-mediated sorghum
transformation and its further efficiency
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Mechanism of heat shock response in plants induced by
sanguinarine
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Improvement of expression system in lettuce plant Characterization of cryoprotective segments in dehydrin
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Dicer-Like 2/4 suppressed tobacco plants for high expression | cDNA cloning of cold-induced galactinol synthase genes from
of recombinant protein lettuce
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Genomic regions responding to transformation amenability in | Research for cold induced genes in Angelica acutiloba
barley Kitagawa
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Development of expression-enha_nced hygromycin B FICRT MR
phosphotransferase (HPT) protein Isolation of cDNAs involved in the sodium ion transport from
OHIf 22, WE B! (S #m A - Ao y—, 2Pk - suspension cultures of Sonneratia alba.
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Synthetic riboswitches for the inducible gene expression RNA-seq analysis of genes involved in cadmium tolerance of
system in tobacco plastids the seedlings of Oryza /atifolia
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fRAOEARIMORZRE Antiox_idative capacity and ACE inhibition activity in
Toward development of large DNA delivery system to plant | Nakajimana sprout
cells using peptide-based DNA carriers OMER %l‘ TH E%QEKLZ (lﬁfikl‘% -y 2 PENC - ﬁi%)
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A method to introduce proteins into intact plants using a
fusion peptide.
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BHHIT T A EEBBFEET ORIE | Determination of the rubber draft Chemicals affecting contents of SGA in
Identification of novel flavone genome sequence and elucidation of tissue cultured potato plants
glucosyltransferase gene involved in rubber biosynthetic pathway Offer 811 28 & ks Fi
biosynthesis of flavone glycoside which e 1 12 s Sl i e
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Expression of the flavonoid biosynthesis | Identification of genome-wide Metabolic conversion of Brassica
genes in white-colored carnations transcription start sites and their tissue |rapa mesophyll cells during protoplast
OF% 3. B V. T8 S, specificity in Sorghz‘{m bicolor isolati‘on‘ ,, -
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AR /TR IT S BRBRERT | b ARSIRE Action and metabolism of 2,4-D in anise
NIRRT Whole transcriptome sequencing in undifferentiated cells
Expression profile of the flavonoid/ Japanese pear (Pyrus pyrifolia) AH A, O B (R - e - 4
_anthocyanin biosynthesis enzyme 8eNes | bk EAH. ik 2Tyl PES T |G U ATA)
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AA7BG-GT2 EnFEREDERMN
Analysis of AA7BG-GT1/AA7BG-GT2
gene mutants in delphinium
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Detection of diurnal variation of
transcriptome and its functional
estimation in lettuce
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Alkaloid contents and micro-propagation
of woody medical plant, Uncaria
rhynchophylla
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REAT 2 NTHEEHNALERER | AO—LEROLER Establishment of shoot cultures of genus
DIHE(EH Seed-grain-based metabolomics of Ephedra
Interaction with chalcone isomerase type |Arabidopsis thaliana O T E I, HE B2l
[\ anq chalcone synthase in soybean OfM A7 58 B2 7 —28 f sl A B A el
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Crystal structure of a flavonoid Genome-scale mathematical model to Improvement of the transformation
C-glucosyltransferase from Fagopyrum | systematically understand an entire method of root parasitic plant Orobanche
esculentum response of plant metabolism to aegyptiaca
O/ ', A S, i g, | SnvTonmental stresses O $H T A % (KBRS
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L # F REAHREEECSUGDT £CsUXST | 77 1 LT — 2 ~N— X AtMetExpressDR% | HI&IRF7TD/FEEH DiEZR
DREBERZRR AtMetExpress: Development of Identification of transcripts derived from
Functional characterization of CsUGD1 meta_bolite_-proﬁling database in TDIF gene in a stem parasitic plant,
and CsUXS1 in Camellia sinensis Arabidopsis Cascuta japonica
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Elucidation of 2-phenylethanol
biosynthetic pathway in C.sinensis using
deuterium-labeled tracer
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A web database CATchUP -focusing on
genes with spatiotemporally restricted
expression patterns-
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Changes in cell wall composition and
formation of vascular connection during
establishment of parasitism by parasitic
plants
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Functional analysis of phenylpropanoid- | An Integrative Tomato Database Analyzing the interrelationship between
specific prenyltransferase from Artemisia | TOMATOMICS: Current Updates and the two layers of defense responses
capiflaris Perspective using a mutant cryptogein in tobacco
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ZOZUDEMRACEMEEKICEAD D
ZODS-BRLBERE R T DHERERRAT
Functional analysis of two genes
encoding S-oxygenases involved in the
biosynthesis of S-alk (en)ylcysteine
sulfoxides in garlic
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Development of Micro-Tom resource as
model variety of tomato

ORIl ', 1 Hl=%, st =,

AT A, AR MR, il B
K UL i (SR - AL,
CRLHEH - EYURRRE, CRIKRE - B
Ak, DICILRRE - BAE, SKBU KR
TR )

— 2 —




9R3A (£) 9:00~

11:12

i ASIS Ci5
TRCE (3) / ERYMEEE B - B4% - MRETK

9:00 3Aa-01 3Ca-01
PAOAXFIFERRT VI MEZINVEADP1 BET | O XFIFICETIENT A Y IEREKOBER
RN AV T OEERICEST S The analysis of a high biomass Arabidopsis mutant
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Structural modification of rice lignin by regulating OsC3H'1 Ectopic expression of VN/2 quantitatively modulates woody
gene expression biomas
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Identification of enzyme gene involved in the methylation of Sugar-inducible nucleolar protein APUM24 regulates the
5-0-methylthujaplicatin in Anthriscus sylvestris rRNA processing as a protein complex
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