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Effect of inihibition of hemicellulose Functional analysis of cyanobacterial Genome editing of a model strawberry,
biosynthesis on the structure of lignin NAD kinase by metabolome analysis Fragaria vesca
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Y2 VY IRIEEMIRBERERE | 7o FF 4 ) JEAHERE T 2BR 204 XFIFICH VS DEREESEES
BREZRW I FILNFEROENEL | GtGen3ADHERERZAT Chloroplast cold positioning in
Glycosylation of Stilbene Derivatives | Characterization of GtGen3A purified | Arablidopsis thaliana
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Functional characterization of

2-phenylethanol biosynthetic enzymes in

C.sinensis
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Regulatory mechanism of plant immunity
by sugar availability in Arabidopsis
plants
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The cryoprotective mechanism of
dehydrin K-segment for lactate
dehydrogenase
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AVX /) TLAOC4 REERROFE | ZEXFFLUH—FICLZETEOHIE | T/ FARUIL2KENEY 3 v 7 IEEDFHE
ﬁﬂfiﬁéb %AP2/ERFEERFENDIRFZ E | £ L 7=C/NREICEHE Induction of heat shock response in
HEREREAT Regulation mechanism of C/N response | Plant by monoterpenes
Investigation and characterization of via membrane traffic modification by Py AL, faE Rl OB EfY (%
AP2/ERF transcription factors involved | ubiquitin ligase B - L 2R - 27— )
in the regulation of isoquinoline alkaloid OERN BT % Hhvd, (28 A =
. h . N :J;_ ~ I~ TN
blosynthesis e R L (kR -,
Ol #&z. Wl AP £k 0% G | 4ps - 51)
KFERFWE  HEmFFiest 2t
TG 57 1)
14:30 |1A-06 1B-06 1C-06
Y ROZXFO4 R7IAOA REAR | FLIBMHAZ & ERMIERDEEMRKDEWV 204 XFXFaccessionflICAHA SN 35
(OPEY _X ECBICEMEIICONZR/HE Differences in Lipid Composition u%m'lﬁj'?‘ 2 TN I -3 D8R
JREAEEREFICIKTET between Mesophyll Cell and Guard Cell | FHIE#f
Jasmonate-dependent formation of O% e sl g4 st R fi2g'. | Natural variation in heat tolerance
steroidal glycoalkaloids mediated by Bl T 101 under continuous heat stress among
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DIERERRT 3-phosphoglycerate dehydrogenaseDE#T | RNAseqfEf & & U HsiA 1 BRIFIE h~<
Evolutionary-developmental analysis Study of a serine biosynthetic enzyme bOfEL
of ALOG family protein in Marchantia 3-phosphoglycerate dehydrogenase in RNAseq analysis in heat response
polymorpha Marchantia polymorpha. of tomato and generation of HsfA1-
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EOREIZHTBImIR319ETCPEER
FDZER % HIEIHEAE DR
Roles of miR319 and 7CP genes in the
regulation of Arabidopsis thaliana leaf
development
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Novel regulatory mechanism of

3-phosphoglycerate dehydrogenase in
serine biosynthesis in plants Il
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Identification of Arabidopsis HTS1 gene
associated with the high temperature
response
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EOMEMKR €3> 04X FXF0 SBRAMLRIZBELAEYOAMXFT XS |ABAY TFHIVRERICSH T B Casein
MYBEEBRTF ASYMMETRIC LEAVES 1 | EDIEEHR & &S T DR kinase lID7&E|
(AS1) 8 > INTEDMRABEICH 5 Landscape of the lipidome and The roles of Casein kinase Il in ABA
Hi-nHE transpriptome unqer heat stress in response in Arabidopsis protoplasts
New Insights into the Subcellular Arabidopsis thaliana O] AR, B 22k CEIPS Ak
Localization of ASYMMETRIC LEAVES | O #20L', FRe: =1 B bl BEAETRgE Ly — ARG - RS
7 (AS1) protein, a MYB transcriptional | sejs gl e fp=mi2 (1 27 | e " i(;; R R
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1) 2BIZFDC TIP3 DEEM BRI B DX EIDEZER
Analysis of the gene encoding a Study of metabolic enzymes responding | Clarification of the role of inositol
tonoplast aquaporin ODc7/P3 in carrot to environmental stress in soybean pyrophosphates in ABA response
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15:30 |1A-11 1B-11 1C-11
FIACAREFWREICEFD2A X2 OFE | Y ARTTOHNNCEERORERITIE IABETINVAENIF FHEDSTHICSH
Effects of auxin on adventitious shoot dirigent domain-containing protein g 3 | 1+ 3 ¥ 1) FIVERIKIF R HIFH A FBANPR1
formation in ipecac A dirigent domain-containing protein DHERERERA
O/l ZEERTL. k26— BR2, 4R flisst c_atalyzes t_he_ last step of pterocarpan Salicylic acid dependent regulator
1 aerer a1 (g . . | biosynthesis in leguminous plants BdNPR1-mediated immune system in
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1 X DHEIICH | ZERMAppGppE R | 77K/ 1 R-J-C-EEMELBROEES | REEMEMOrobanche aegyptiaca ETEE
BB =T DRIBEEN BB DR WMDY > TS5 X3y JRERTK

Gene expression regulation in ppGpp
synthesis during early rice seedling
development

Otk fze's MR as 5135 152 Ch
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Analysis of the substrate acceptance of
flavonoid-di-C-glucosyltransferases
OlfE Hfe 7, Jkik g7, Ho Ems
CIEMARERERE AT
MR ISHAYENES R I
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Characterization of symplasmic
continuity between Orobanche
aegyptiaca and a host plant
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1 XDREMEICEADIZBRARETOF | £4 XEAXRHN A EXTEBREREGET | 7X VX F XTI EORERZOR
1 X% F—tEEETFORE BOEIBHEENIR RICBIS§ 2Bz T DER
Identification of the receptor-like protein | Characterization of physiological Searching genes responsible for holdfast
kinase gene invo_lved in epidermis significan_ces of chalcone (eduotase formation of Cuscuta campestris
development in rice ‘ { ;'\)/Iaer?rl.(])gs in soybean [G/ycine max (L.) ORER JoHf', Ml Bezst. 192 I,
Ofit sts's /EE BOR /M BAE™, R AR B CRBURELRSERE R
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1 X DIEMIRICH T BF 5~~~ Ml | 44 XHEKGHT B-J /3P4 —E/XT
DA—rT77T— - 7O7FLMEEED | OF ORERERE
AR Bioohemical charaoterizgtion of
Critical roles of autophagy in the Glycoside hydrolase family 1 8
regulation of reproductive development | -glucosidase paralogs from soybean
and programmed cell death in rice [Grycine max (L.) Merr.]
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Two phosphoinositides control root hair
morphogenesis in Arabidopsis
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Characterizations of c/s-
prenyltransferases form Hevea
brasiliensis
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9:15 2C-01 2D-01
)OS BIEFOMRE : o — 7 L REMICERN L -SMHEEDN | U2 K DOTEEREXRHEICED 3 AFDOER
—h— 1[4 PPOL idl (77U R)OREBLVALS Analysis of factors responsible for flower color intensity in
VAR EZ2—I2&2570F—2— 4 FIL{L Japanese gentian
Apple S-ANase gene: development of a sequencing-based OHllg; Hém\l REID ety JE BT BRI B R FR,
competent DNA marker 'APPLid" and promoter methylation by B FoAT ME Ak At TR B (UETE TRE. PR -
ALSV vectors A 75T T EA :
) N LEREFE)
O —HB. 25 UL, R BT, i 37, Fk E,
EHIREENCE N
9:27 2C-02 2D-02
Intracellular Uptake and trafficking of DNA delivered by a <4 70 N LFHEnor EREO ST
stimuli-responsive peptide Characterization of a novel 7or mutant in Micro-Tom
OJo-Ann Chuah. (A F£7] FLEEIsERT  BRERIEEFHIZE OF s, B0p #1245 =L JT & CHmcls - A4 fris,
trs-) “HUR - BB IR R e 5 —)
9:39 2C-03 2D-03
CRISPR/Cas9i & V)15 5 N /-GABASETE b~ NOBREF|E |Brassica rapa DER—AIMERFEME & FIET 2SU/1-PUITEETF
Utilization of high GABA tomato via CRISPR/Cas9 for F, SUIT and PU/1 genes involved in intraspecies unilateral
hybrid breeding incompatibility in Brassica rapa.
(OJeongeun Lee'. Satoko Nonaka®, Mariko Takayama®, i EL Ok BP, Al E™. I (FR) %70,
Hiroshi Ezura®™ ($iiREEARER:  EaBesiflamisekh, Sk | A58 Bees il 1 3oa?, JiEhE 32K°. Yong Pyo Lim®,
K EHBRER. HIRE OATHES Tlﬁ%%//\~/a/ﬁﬁm 7K EAHR™, il Eﬁiﬂ“\ HEBUINES QB YN RN NN
trE—) I’}iﬁ K- HE T E. E‘a’n‘?%jtﬂ% SN, UK - A
e, PZEARE - R, CREAR, Tk - LA
e N P TN *)Eiﬁﬁ)
9:51 2C-04 2D-04
ZHIAEXHINRICB BT ) TEABETENLT 7 HEMEE L X7 1 > JIRERREMEED S FEL
AN-UICDOEEEE Molecular evolution of sphingolipid desaturase responsible for
Heterologous production of antimalarial precursor amorpha- plant-specific structural diversity
4,11-d|ene in Artemisia absinthium L. calli OEJ” ﬁiﬁﬁ" E% ,ﬂng J ”l (321]5 JH E (hfﬁrm: IEI)
OAgus Setiawan'. Paskorn Muangphrom'.
Ery Odette Fukushima'®, Hikaru Seki'. Toshiya Muranaka'
("Dept. Biotech., Grad. Sch. Eng., Univ. Osaka. “COiRE, Grad.
Sch. Eng, Univ. Osaka)
10:03 |2C-05 2D-05
EERBEETFORBICLZ IV TY N TN/ A NEROEL | /8T T L/ X Hevea Brasiliensis 7/ LISEEHIDRZE
Effect of biosynthetic gene disruption on triterpenoid content | Improvement of Genome Sequence of a Rubber tree Hevea
in Lotus japonicus Brasiliensis
O%AR N B TUF7yR2 B e A B8 CBORE: T | O f—"'. 21 £T7 4T B il g CEL s
G, “BOKEE - T - COIRE) AV AP AR 3 ST
10:15 |2C-06 2D-06

FROFEX 701 NERRAESE (NSAIDs) BIFD 7= 8 D1EH) b
D7 A REFRE L2 — MEBAHMDRSE
Triterpenoids as lead compounds for the production of non-
steroidal anti-inflammatory drugs (NSAIDs)

ONhu Ngoc Quynh Vo', ikl T 7 wh2, frrf sk’ (KB
AKbe - L. ZRBUAREE - 12 - COIRE)

B iEYERE = FIA U THEDDNAX 2 /X E EHHEER
TRAGZEERFEX ) —Z T T 23EBRIOFR
Development of high-throughput screening system of
transcription factor to interact with particular DNA and/or
protein by employing yeast and/or plant cell
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10:27 |2C-07 2D-07
ZIy2dYIEEN) TR/ 4 REESRBEECYP72AY 7 | DNAX FILEICEKIF L RVEBIZFH A L > o> g
773 —BEROBEEEN SRt Gene silencing independent of DNA methylation
Functional diversification of Medicago truncatula CYP72A OWFH 2/, 51 Hidrhs BpJI ZEL fefE s
subfamily enzymes in triterpene blosynth§3|s ‘ Larissa Broger’. 1111 B7. B1E A
M. Z. Fanani', OEry Odette Fukushima, Satoru Sawai’, Eveline Van De Slijke'. Kris Gevaert', Geert De Jaeger',
Kiyoshi Ohyama™., Hikaru Seki'. Kazuki Saito™. AR 270, R EC, RS RS, Jerzy Paszkowski® (B
Toshiya Muranaka' (‘Dept. Biotech,, Grad. Sch. Eng,, Univ. WRHERE, 2V at—7 K, BB, VMR, SRR,
Osaka. “COiRE, Gra. Sch. Eng, Univ. Osaka. 'RIKEN CSRS. |64 JoTHess)
‘Dept. Chem. Mat. Sci. TITECH. °Grad. Sch. of. Pharm. Sci.
Chiba Univ.)

10:39 |2C-08 2D-08
The Arabidopsis SnRK1 (AKIN 10) phosphorylates and down | L5 —tDE(LHAERNRIRIC L 3TH 5 DEELEDBE L
regulates AtHMGR1 activity Enhanced saccharification yields from rice straws by
OJekson Robertlee'. Keiko Kobayashi*®, Masashi Suzuki’. senescence-specific expression of cellulase
Toshiya Muranaka' (‘Department of Biotechnology, Graduate | 7Ji] . 1] f£1-F. OFHE S (B Fosik s
School of Engineering, Osaka University. “Department of 72 kb
Chemical and Biological Sciences, Faculty of Science, Japan
Woman's University. *Graduate School of Agricultural and
Life Sciences, The University of Tokyo)

10:51 |2C-09 2D-09
Genetic and molecular interactions between nucleolar 1 XBSR2EETFDEHREEIC LV EMEI» KB L UiREERME
factors and AS1-AS2 for regulation of ARF3 expression in ERT MLZT7OER
establishment of leaf polarity in Arabidopsis thaliana. B SHZ_ overexpre_ssing Torenia displays both large plant size
OSimon Vial Pradel', Sumie Keta'. Masataka Suzuki'. and disease resistance
Yoko Matsumura®. S. Kojima', Yasunori Machida®, B 4B, ek sk’ KREE L. OFF B C Rk -
Chiyoko Machida' (‘Graduate School of Bioscience and He R AR AT SE 0T 20 Akt - AedvBRts, *HELTTReHs - 1738
Biotechnology, Chubu University. “Nagoya University, FEXWFZE LR, “SUEBHE AL )
Graduate School of Science)

11:03 [2C-10 2D-10
NAC domain transcription factors, VNI2 and ATAF2 form a Z by VDIERICH I 2ELER L -HECpYGFPOEIR
protein complex Expression of an improved CpYGFP that have blue-shifted
Olsura Nagahage'. Kohei Matsuda®. Shingo Sakamoto®. excitation spectra on flower petals of transgenic stock plants
Minoru Nagano'. Toshiki Ishikawa'. Nobutaka Mitsuda™. ORI A M ME . BB 475 K S i %°
Maki Kawai-Yamada', Taku Demura’. Masatoshi Yamaguchi' | fi1%g 5 (=& IE L8R5, NEC/ 2 —avf / N—ykkat e
('Grad. Sci. Eng., Saitama Univ., “Grad. Bio.Sci, NAIST, =S Ky AV & )|
*Adcanced Inst. Sci. Technol.)

11:15 [2C-11 2D-11

YAAXFAFICE B BRHEFANENALICED 3HERFORETE
Identification of a transcription factor involved in improving
nitrogen use efficiency in Arabidopsis

OJi Min Shin', &) #3%*, Chuan-Ming Yeh'. Jt:H &
A EY (B RoRkE - BT, CREARRE - R abR)

DNANRTF REEFEAVAEI NI RUTH/ AADERTFEA
Gene transduction to mitochondrial genome by using DNA-
peptide complex
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Ethanol Enhances High-salinity Stress Tolerance by
Detoxifying Reactive Oxygen Species in Arabidopsis thaliana
and Rice

OMai Huong Nguyen'. il &', Wi 3k $5K fkth?,
Mohammad Golam Mostofa'. Van Chien Ha'. H Eil,
Phan Lam Son Tran'. 2k J588, B 5 (CEALSARFZET -
CSRS. Bt - A4 ikt

2D-12

MEREBBMNXTF KOZA TV -7 )—-=2F

Screening for new efficient cell penetrating peptide

Oy H b BH E7 GRLFEmzear BB HEmt s
y— BEEETF—2)

2D-13
NTF RiEE BV TR 72 01 XFXFEREDIn plantai&ik

Development of /n p/anta selection of Arabidopsis plastid
transformed by peptide-based method

Ot % M £7] (EZH7ER Sk AL 7E0T  CSRS
B0 —2)

2D-14
TIRNYT T LEICE B Y IVH LAOTEERR O

Establishment of Agrobacterium-mediated sorghum
transformation

O%E AT 3 v FRALFEMRZerRT BTG IRE e 57—
INAF < AT GEE AT /37 ASE 7 Vv—"7")

2D-15
VI AT Y A A REGEREDOMEY

Production of transgenic blue morning glory (lpomoea
tricolor) plants

ORA H& L I R E— BB 354 A A 9%
ZPCIE CEINERR - A UK - B

2D-16
Rhizobium rhizogenes\_ & % F v (Camellia sinensis L.) M
ik i

Transformation of tea plants (Camellia sinensis L.) mediated
by Rhizobium rhizogenes

O=Frl A H Bl BABE, 0T AL I —32 /Nl
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9:15 3B-01 3C-01 3D-01
WA 4 L REEHFICICE L TN 2 | EAL-BEEETFOESICHEEL /-8 | CRISPR/CasQIic & WEH L =1 X EEF
ZMNUTZ 7 b DEIEZRE RIN Y —DFRY X T L DERICH I I PEETE & X X FEKHR
Physiological role of strigolactones Selection system of specific translational | CRISPR/Cas9 in rice can induce
inc_re_ased in responses to sulfate ion enhancer for target transgene sequence _unpredicted segregation and chimerism
deficiency A ) 7 O J5AE. 87 b, Y 3. in later generations
Ot BV TAT B8N W BRI | itk 52 (22 fLdeie - o) OFls B (IR Mok B2t 5 —
(3t /N RE ey Ny N2 A N BoHT - SRR )
SEWFTERE, TR KSR A A REEARE
9t
9:27 3B-02 3C-02 3D-02
ZR)IZT b1 2BLT0O0X | HEHMRNAOANSTIRTEALICRE T 283 | SREEMED DREFEBHEOF 7 (ICH W
FTXFTOEFY A X5 R D2 Analysis of internal degradation sites in T/ LREETT O =D DFEMER
Effect of strigolactones on seed size of | Plant MRNA Development of genome-editing method
rice and Arabidopsis OB Jeloy LI A, i 96, in higher polyploidy and vegetati\{e— )
Oty 2okl I BT, I R, | 5 CRESEHA /51) Propagated Chysanihemum moriolum
HEE = E Al (A - e - ARl s, Y O Yot M B, AR sk (5
ek - B - AavEbe) TERERE - BP3RAE%)
9:39 3B-03 3C-03 3D-03
YA I8 NAS/ICCDERIBRIF2T5TDIFMRHE | 7 Z IV H > I iEEMAZICE S ) FIL | CRISPR/CasQ% Vo= > ¥ BT
Charaoteristics. of S/CCD&—defective LFUERE/ 77 0= FOEMER DIRHIELE
mutants 2757 in Micro-Tom Biotransformation of MGGR by Cultured | Targeted mutagenesis of carrot genes
OEBI SIFL. oM 20, FEs (e, Cells of Glycyrrhiza uralensis using CRISPR/Cas9 system
A= T R S A (U | Ok 2B, SR K535, SERT R, BEOE Bh | RS SO, s Enel, = b R
I - ARl SHEEA - kARl IS | CHTIRRIRS ) BRAR B B BT R
Wr. PSR - AR A B Ol #rzs" (RS - APk ies)
JERBFT. TR SRR - Edr /L PR
PR - BT —)
9:51 3B-04 3C-04 3D-04
JOXF U AEEHEEIC L ZDNARINGEE | 777 FRBLUPEH O NFREFEXT |dCas9/sgRNAZR # ALV /=GRAS%Z > /XY
Role of chromatin structure in induction 77 b ORRENE HOBEEM(CREDFTME
of DNA polyploidization Functionality of vegetable sprouts in Evaluation of GRAS protein
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