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© RNA Z4r L7z Hi a5
RNA-mediated plant behaviors

S01-1 [3 Transcripts derived from downstream TSSs evade uORF-mediated mRNA decay and
translation inhibition
OYukio Kurihara

S01-2 [3l Functions of noncoding RNAs in biotic and abiotic stress adaptation
Bong Soo Park, Jun Sung Seo, Maria Helena Cruz de Carvalho, Yao Tao, ONam-Hai Chua

S01-3 I3 Biogenesis mechanism and function of stress-inducible non-coding antisense RNAs
OMotoaki Seki, Akihiro Matsui

S01-4 [3 Regulation of plant salt tolerance by 14-3-3 proteins and their interacting protein kinases
OYan Guo

S01-5 [3 Physiological events regulated by AtCCR4a/b deadenylases, components of the CCR4-NOT

complex in Arabidopsis
Yuya Suzuki, Toshihiro Arae, Akiko Nagumo, Kotone Morita, Masami Y. Hirai, C. Robertson
McClung, Pamela J. Green, Junji Yamaguchi, OYukako Chiba

S01-6 [3l  snRNA cap hypermethylation: a new key regulatory step of gene expression for plant
development and environmental response
Ryoko Hiroyama, Yuka Hatanaka, Taku Demura, OMisato Ohtani

o C4 Wi DAL E K CO2/02 IEENDILE D5 2 5 I6E I e #i AE b
Optimum Photosynthetic Evolution : Lessons from the Evolution of C4 Photosynthesis
and the Response to CO2/02 in Plants

S02-1 [3 Natural Evolution Of C, Photosynthesis As A Guide For Improving C, Plant Performance
ORowan Sage, Shunsuke Adachi

S02-2 [3 Introduction of C4-like enzymic properties and nitrogen distribution of Rubisco into C3 plant, rice
OHiroshi Fukayama, Akito Yamamoto, Keita Shiomi, Noriyuki Kobayashi, Hiroki Yoshikawa,
Yojiro Taniguchi, Hiroyoshi Matsumura
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S02-3 [3l  The role of PSIcyclic electron flow mediated by NAD(P)H dehydorogenase in C4
photosynthesis.
OTsuyoshi Endo, Noriko Ishikawa

S02-4 [3  Overexpression of PROTON GRADIENT REGULATION 5 in a C4 plant, Flaveria bidentis
OYoushi Tazoe

S02-5 [3 Strategies to alleviate the potential risk of photosynthesis: P700 oxidation is regulated by the
redox state of plastoquinone pool in C3 and C, plant leaves
OGinga Shimakawa, Chikahiro Miyake

S02-6 3] PSINPQ in higher plants
OMakio Yokono, Atsushi Takabayashi, Junko Kishimoto, Tomomichi Fujita, Masakazu Iwali,
Akio Murakami, Seiji Akimoto, Ayumi Tanaka
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Amazing Development - Unrevealing unusual developmental phenomena in plants -

S03-1 [l Development Ab-GALFA method, a novel assay method for analyzing molecular mechanisms
underlying the gall formation process using a model plant, Arabidopsis thaliana
(OMasa H. Sato, Ayaka Okamoto, Issei Ohshima, Seisuke Kimura, Tomoko Hirano

S03-2 [3  An aquatic plant Callitriche palustris: its dimorphic nature of leaf development, and potentials
as a modern experimental plant
OHiroyuki Koga, Hirokazu Tsukaya

S03-3 I3l Adaptation of plants to aquatic environments: Studies on vegetative propagation in semi-aquatic
plant, Rorippa aquatica
OSeisuke Kimura

S03-4 I3 Insight into strategies for plant-plant parasitism in Cuscuta campestris based on genome
sequencing.
Hideki Narukawa, Ryusuke Yokoyama, Takeshi Obayashi, Yuki Kaga, Moegi Kato, Takeshi
Kuroha, OKazuhiko Nishitani

S03-5 [3 Recent progress in one-leaf plant studies; searching for meristem regulatory factors in their
genomes
OZKanae Nishii, Michael Moeller

S03-6 [3 Shoot branching and development under the ground - Studies on rhizome formation in a wild
rice species, Oryza longistaminata -
OTaiyo Toriba, Hiroki Tokunaga, Toshihide Shiga, Junko Kyozuka
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New trends of plant reproduction emerging from cell biological approaches.

S04-1 [ Membrane trafficking mechanism regulating plant gametogenesis
OKazuo Ebine, Keiko Shoda, Naoki Minamino, Uemura Tomohiro, Chieko Saito, Nakano
Akihiko, Ueda Takashi

S04-2 [3l Cytoskeltons in spermatogenesis of bryophytes
(OMasaki Shimamura

S04-3 [3l Reactive oxygen species, autophagy and programmed cell death in plant reproduction
OKazuyuki Kuchitsu, Jumpei Sawada, Togo Fukunaga, Shigeru Hanamata, Seijiro Ono,
Ken-ichi Nonomura, Takamitsu Kurusu
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S04-4

S04-5

S04-6

S04-7

Analysis of the structure surrounding the egg cell in Arabidopsis thaliana.
ODaichi Susaki, Takao Oi, Shun Tomomi, Rie Izumi, Sakiko Enomoto, Shigeo Arai, Tetsu
Kinoshita, Daisuke Maruyama

Study on molecular players regulating male and female gamete interaction during double
fertilization.
Taro Takahashi, Toshiyuki Mori, Lixy Yamada, Hitoshi Sawada, Kenji Ueda, Shiori Nagahara,
Tetsuya Higashiyama, OTomoko Igawa

Intracellular dynamics controlling Arabidopsis zygote polarization
OYusuke Kimata, Takehide Kato, Takumi Higaki, Daisuke Kurihara, Tomomi Yamada, Shoji
Segami, Miyo Morita Terao, Masayoshi Maeshima, Seiichiro Hasezawa, Tetsuya Higashiyama,
Masao Tasaka, Minako Ueda

Cellular dynamics in Arabidopsis fertilization
OTomokazu Kawashima

——— 2 HHZ i 3H29H (R) 9:00~12:00)
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Maintenance of stem-ness and cell fate determination in plants and animals

S05-1

S05-2

S05-3

S05-4

S05-5

S05-6

S05-7

Genome Maintenance Mechanisms in Mammalian Pluripotent Stem Cells
Yasunao Kamikawa, Taisei Kumazaki, OTomomi Tsubouchi

Single-cell DNA replication timing profiling and the 3D genome organization dynamics during
stem cell differentiation
Olchiro Hiratani

Induction of regeneration callus (blastema) in ANIMALS
OAKkira Satoh

Control of Chromatin Structure along Differentiation Trajectories
OHirotomo Takatsuka, Masaaki Umeda

The formation of tuberous roots by activation of stem cell proliferation in Arabidopsis thaliana
OTakuya Sakamoto, Matsunaga Sachihiro

The seasonal measurement mechanism that regulates the floral transition in Arabidopsis
OTakato Imaizumi

Florigen distribution in the shoot apical meristem during the early phase of reproductive
transition
OHiroyuki Tsuji
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Stories of oxygen and active molecular species in photosynthetic organisms

S06-1

S06-2

S06-3

Mechanisms to control the Oxygen Paradox between photosynthesis and nitrogen fixation
OYuichi Fujita

Multiple roles of ROS-generating enzymes, MpRbohA and MpRbohB, in growth, development
and stress responses in Marchantia polymorpha.
OKenji Hashimoto, Kazuyuki Kuchitsu

Plant immune MAPK-WRKY phosphorylation pathway regulates NADPH oxidase and
chloroplast-mediated ROS bursts
OHirofumi Yoshioka, Hiroaki Adachi, Miki Yoshioka
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S06-4 [3 Cellular precision for cell surface integrity and plant fitness
OYuree Lee, Taek Han Yoon, Jivoun Lee, Mi Kyoung Lee, Jae Ho Lee, Se Yun Oh, Huize
Chen, So Yeon Jeon, Hui Kyung Cho, Hyunggon Mang, June M. Kwak

S06-5 [3 The role of reactive oxygen species in receptor-like kinase signaling
OMichael Wrzaczek

S06-6 [l Mechanism for H,S and reactive-sulfur-species recognition in cells
OShinji Masuda, Takayuki Shimizu

— 2 HEF#& (BH29H (K) 13:30~16:30)
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Cellular survival strategy by autophagy and ubiquitin systems
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Plant Chemical Biology

S08-1 TEW AV E VIS OB TEBRNE I 72 B A W 2 ™ [V i
OFTHEAT, EiEE =, FEMD, BE&T
S08-2 TV UEBROEIWERZ I N — LT LA DRSS EFI
Ol EN=Y"
S08-3 SEHEERE L LT AN TS5 7 b AR RE DAL I B O B 56
O30, ERES
S08-4 FIRT DA IR ORS . HMESE7r INND AT AZ A TR —7 ) B SV DTS
O—F—
OFJ (KEE) BET
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Ofe4E 3%
S08-6 KRNI A 25 2 BNT VAT H—< T AT 55+
OBEHEA, N —HR, AR A, &Y, HREE, BFHOESZ JHME—1E, KT R
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New Development of Ribosome and Translational Regulation Research in Plants

S09-1 [3 A Critical Role of the NAC transcription Factor ANACO082 in Ribosomal Stress Signaling of
Plant Cells
Olwai Ohbayashi, Shun Sasaki, Chung-yi Lin, Naoki Shinohara, Yoko Matsumura, Yasunori
Machida, Gorou Horiguchi, Hirokazu Tsukaya, Masahiko Furutani, Hitoshi Onouchi, Munetaka
Sugiyama

S09-2 [3 A quartet of NAC transcription factor genes is upregulated in response to abnormal ribosomal
proteins and enhances leaf abaxialization in asymmetric leaves2
OGorou Horiguchi, Iwai Ohbayashi, Munetaka Sugiyama, Hirokazu Tsukaya

S09-3 I3l Sucrose sensing through nascent peptide-meditated ribosome stalling in Arabidopsis bZIP11
uORF2
OYui Yamashita, Seidai Takamatsu, Michael Glasbrenner, Thomas Becker, Satoshi Naito,
Roland Beckmann

S09-4 I3l Roles of translational regulation in nutrient-response in plants
OToru Fujiwara, Izumi Aibara, Mayuki Tanaka, Naoyuki Sotta, Hirofumi Fukuda, Noriya
Hayashi, Yukako Chiba, Yui Yamashita, Onouchi Hitoshi, Kyoko Miwa, Satoshi Naito

S09-5 [l MicroRNA-Mediated Ribosome Stalling
OHiro-oki Iwakawa

S09-6 [3l Structure and resistance of an mRNA-selective natural translation inhibitor from Aglaia plant
OShintaro Iwasaki

S09-7 [3 Translational regulation of plant hormone responses
OJose M. Alonso
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1aCo01 ABCB19 I3 23 B D AN — s =2 78I 535
OFHT&F, FHEET, WBHAAE, HAHOREE #H GER) FEA, fERw
1aC02 XVE #FHE5% F /- BRI S LZYSOWERERAT
OIHEE— A, S, AR, Ay, aNE, fHe, HH (F2) E1R
1aC03 AR BB 2H 1 7P B R T LZY3 DS BU#HT
OB ESE, v, AL PR, FHE—B S8R, #H GRR) FEAR
1aC04 EI7FI) 7B LZY KOS RLD OFEREMFAT
WA, VAR, SO E, FiRE, fMIEEGE Ofm GRR) ER
1aC05 RLD O HAEH ¥ BRIP DlF]%E
OVF &, FHH FFR) ER
1aC06 v H-ATPase DFFEAYFHEH] Omeprazole (33104 XF XF O OB BRI 3R % B 60 5
OMIARS:, SAE, MREZH, RiEZR, SEs
1aC07 INT RN DL ERRE B 7oAV o A B R SE
O, fREflE, HEFIL, EHIEM, THEA, REHLRE
1aCo08 GV ER IR TS T A BT O CRISPR/Cas9 |2 LD REMAT
OXHP5LH, ChaoLi Huang, FHILGYHH, EEHG, SHIEM, EAHGH
1aC09 A4 CPD JEIRIE 3R DO RERRRFEAT 2 7 )VELHI FE ISk 0D P 58 LA A [ T Hri
JFE, EAEAE A, SFPEIEM, RS, ATICHD, SRR, OHMHIAE
1aC10  [3 CPD accumulation is not directly related to induction of autophagy machinery
OGonul Dundar, Sakuya Nakamura, Masanori Izumi, Jun Hidema
1aC11 [E | H,S05 is the Chemical Species that Induces Stomatal Closure in Aqueous Solution of Sulfur
Dioxide
OlIzumi C. Mori, Lia Ooi
1ac12 |3 Sulfur dioxide-induced stomatal closure is mediated by guard cell death and the mechanism is
unshared with ozone-induced closure
OLia Ooi, Shintaro Munemasa, Yoshiyuki Murata, Izumi C. Mori
1aD01 AFDIEDFEE BRI BT S ppGpp G LI EH DT
OFBEANE, FRE, MHEZ, FJWE, RN
1aD02 BRI DN AR I ILO T RATE R B LD CO BB IIIH TH S
OVREFERED, FIEH KRR, Kieh, £ MRS, B ASE, RS, FEHAER, Julian
Schroeder, §13#/E
1aD03 GATA BERE K Y GNL 12X 04 X+ A FOMRIZBIT BEERER O AL A = X 2
OKPEHAK, /IMREE—, FIHTT
1aD04 2 uA X} A F CONSTANS-LIKE#BIZ T2 LA 06 R B E S a T R O 7 au 74 )L s Ol
ORTET, VHHE, M1, st
1aD05 HEIENLI2 TOC R TICHEIRTFOFIMETL T T AT 85 237 Bk Ol
OBE, ZLHARE, M1, Mgt
1aD06 WRIZEBURE VIGS 2 FIb MR > 82737 B OB Re T
DAFATR=Y, TIVETFA=, RRAIT, PERE, OREST
sx=Z PM=B#x3= [H==E 8
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VAR = LT T 7A) 0 7% A7 SRR B AR T- 38RO K A = X LD FEHT
OFER, MEERE, W58, ARG

AT TAGFART )N ADHEZ 7 BEAFAREARAR D Tk 7 o N — 24 v
LATEE, AR, ANRES BENFRRE, ORI
N NSRS AT DN S 2 ZER AR T R g4 s 2R b 3t
ORJIFNEE, WE S BHEH
2OA XF AFHFFARART TR 0 ZR—5 —DFEHT
Ovr s, BREE, AHFIe3E, @R, EEa, =y, WAE

IFF T FANPOEERREAND IS E BRI BT AT T IME-EE7aa74)b, JGERE > 737 B O BRE
OBEHHE, /REE—, k7 S, R

The role of MORF proteins in the C to U RNA editosomes in plant organelles
OMizuki Takenaka, Sascha Haag, Matthias Burger, Anja Joerg

MICROBIAL VOLATILES MODULATE RAPID RESPONSES IN ARABIDOPSIS THROUGH
THIOL OXIDATION OF CYSTEINES AS REVEALED BY QUANTITATIVE SITE-
SPECIFIC REDOX PROTEOMICS
OMarouane Baslam, Kinia Ameztoy-Del Amo, Kentaro Kaneko, Francisco Jose Munoz,
Angela Maria Sanchez-Lopez, Edurne Baroja-Fernandez, Toshiaki Mitsui, Javier Pozueta-
Romero

VNIRRT R S Y ORI OFIA R
Ol T4, WA, AMED, N, HEE, GRIE, KABT, ML, TR,
LA

Analysis of Arabidopsis high-affinity phosphate transporters induced by the root-beneficial
endophyte Colletotrichum tofieldiae
OKei Hiruma, Yusuke Saijo

Natural variations of nutrition-dependent interactions with a root-colonizing endophytic fungus
in Arabidopsis thaliana
OShion Yamaguchi, Shigetaka Yasuda, Nozomi Kitagawa, Mutumi Watanabe, Takayuki
Tohge, Kei Hiruma, Yusuke Saijo

Tryptophan metabolite-based control of endophytic fungi in beneficial association with
Arabidopsis thaliana
OShigetaka Yasuda, Kei Hiruma, Shion Yamaguchi, Tae Hong Lee, Kazuhiko Semba,
Mutsumi Watanabe, Takayuki Tohge, Yoshiaki Nakao, Yusuke Saijo

AFDAN) TSI A R EE T AM B ORNOM) 2\ R G 2V H
O/NNE =AM, B, AIRVE, ISR, K, BBET

T —INA 2T — AR OGS A 7 4 B 73853 W - AR A
OfaliiE, ArHARES, KAEHE A, JIHIERH

EABEE T ARG CHBL7: AM B OL=—27% rDNA LRV — 23T O] etk
ORTHIRER, R, b, Krgmd, mHEW, (s, BlkER, ®EFHG, JNHIEAHE

MR e A LAY NIN 825 (/700 F i T B 5 B ARAR I A B it P 1
OfiE &85k, #Rak, JITIEAT]

T A)A IS LI AT DGO E 2 DTN 5§ D fn T O
OBEJEHE, AfLFESE, VA, A%

EFAENY Cuscuta japonica®D Bzl 2BV T BHEE R LB
Ol K ERM, Wi, A%
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1aE12 FFAERYIR 2 2B BB s b
HARE, WINFEET, HKEM, BEKE, XTATNH—)
1aF01 [l Wound-induced cellular reprogramming in Arabidopsis
OAkira Iwase, Bart Rymen, Momoko Ikeuchi, Ayako Kawamura, Takamasa Suzuki,
Nobutaka Mitsuda, Keiko Sugimoto
1aF02 [3 Woundinduced WOX plays key roles in callus growth and organ regeneration in Arabidopsis
thaliana
OMomoko Ikeuchi, Akira Iwase, Keiko Sugimoto
1aF03 bRt I3 A5 H F RSE1 OREREMENT
OWTEZE, MhHZERM, mARE
1aF04 B I A MARIC BT D MpESROVEREMEHT
OF BT, WM, WWEOEF, EEHG, DBFELT, THREET, MEY, WNEs, ik
H—
1aF05 Y= EMSEIE R I A 18155 Rop 27 B iERE I OFRBERENT
ORBJETKE, Li Quan Koh, R¥KIEIL, —ATHER, WL, WE R, HIFAR
1aF06 BIRZERA R AH A =T ZERAR edal DIFHT
OFFEE?, K@, WM, FiRE— Nz, EiEE, R
1aF07 EH S S DT D B (LT OFNT
OWiARME—
1aF08 RO 2—MERBEFEIZ BT S CUCL BEU CUC2 &> /37 BI1285 S TMEAE - O3B
GRS, VENFE, OMHYEZE
1aF09 SUARFAFD zincfinger B:5 270G AS2 ER%/IMES L BIZEOFEMALIR T ETT/ARF3D
gene body DNA AF IALAERHCEDH S
OMJ LT, Simon Vial-Pradel, @HEIL K, SRS, R AR, AT, ITHZA
1aF10 Zinc-finger KE¥ /3B THLH AS2 13 ETT/ARF3 #{nT-Oa—NiHEiEZHS CpG VE—MIF AT S
OHTHZRHN, Simon Vial-Pradel, Bc3efE, ZH%ZHE, /ME&T, HTHTAT
1aF11 AS2 AR E (R T DIEHT
O/NEE T, HHADY, KEFE, FEHALL, HHEMT, ITHREL, iTHTRT
1aF12 R FETE AN ) O S AR AT W3 KA B e 7 88 — AU T T3 L D4 —F 2 Vfik BT )V
2B BAEDT
OXBER, FIocm, BOEE, 20k
1aG01 |3 Ethylene signaling controls haustorium development and function in parasitic plant
Phtheirospermum japonicum
OSongkui Cui, Ken Shirasu, Satoko Yoshida
1aG02 3l The role of Arabidopsis Dof2.] transcription factor in the MeJA signaling pathway
OMengna Zhuo, Yasuhito Sakuraba, Shuichi Yanagisawa
1aG03 |3 Hydroxycarlactone derivatives are potential substrates for MAX1 and LBO in strigolactone
biosynthesis
OKaori Yoneyama, Kohki Akiyama, Manami Mori, Xiaonan Xie, Satoshi Yamauchi, Hisashi
Nishiwaki, Koichi Yoneyama, Takahito Nomura
1aG04 AN T TN ARG RIZBIT D MAX] B oL
OFFR RN, RILFEHE, R, KW, 3%, HE3R, PO, &L, fHZ5H,
Kilgh—
1aG05 DELLA-GAF1 BENREN LD ANV Dx ARV FEO 7T AN ]
OMREEFRES, WEHRRIR, TaAT—ES, Aok, EiEkE N
RIRSEE : BAFE Ezﬁgg I0
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1aG10
1aG11
1aHO1
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1aH03

1aH04

1aHO5 [

1aHO06
1aHO7
1aHoO8
1aH09
1aH10
1aH11
1al01
1al02
1a103

BT | BT A A A Z L AR AL F 2L — 8 — O REfRAT
O% e itk =g, WiEE— MMEEET, RGET, MEY, N2, HEHIER

W ) N2 Lo TERDOIND LT A XF AT He B O K f AT
O/NFpflit: AR, AR, 28 5A

SUARFRAFD 24-D FEHNAD 2—NFARESIFEICBIT DA TAA OfE]
O AER, FHIESE 215

7% TIR1 J:L\Jﬂiﬁ—$>y%ﬁﬁb>7‘: bump-and-hole {#:12E5F—F 3 MRl B OfFAT
OEfgZ =, FITHEAT, FEAH, LEEKES, FHFHE—EE, SRS AT

TP AN AT DFEF 2T £ ANE—F— L)V THIELT AAN) TS/ h 7 T AMD B 5
O R iE—BH, (iR, %Bﬂ%‘% KHEH, AT

MR = R L e Va3 I L — OS5 R B AT SE
OIS, ZEH T, P

ERANASM T O aA 27 AF 8 Clg E M ZE U5 5§ BI85 T OfEHT
OWFREL, MWE=, WEHFE, B LM, Z5—i, Eva Knoch, @B, FHEMZE

N7V —)\) s $—¥ SDP1 (351 AD R & & BRI ALz il 5%
O R, ILH¥TW, Mk, HEE =, Wit

N YRR AR D FE3F 2B 57T 2 74— A
By, NIk, A=, KEARHRE, OS]

AT 700 7Y AZBWTARY A VIR DTS MEEBIO R Z AN ANOBIGICEIET
H5
Off L1, BEE, HEFE— TIBEE, KRIEZ

Target of rapamycin (TOR) is a major signalling pathway that regulate starch accumulation in
the unicellular red alga Cyvanidioschyzon merolae
OlImran Pancha, Hiroki Shima, Nahoko Higashitani, Kazuhiko Igarashi, Atsushi Higashitani,
Kan Tanaka, Sousuke Imamura

FLEES 7 = UF 2 OB SER RIS B B ER B A BGR O 7 o — AT
OFMFEE, LG, s

HAIRRE Chlamydomonas debaryana\ 2B\ 25 [N ARZ W2 R E RS OWF5e
Ofc i EA, B 51EA

TN )T Synechocystis sp. PCC 6803 OACHTLZEIZ L BN 7oV o) v — VS E D El A
OH##&, Hbhool, Ikl =, ZHiRT, HERBET

Synechocystis sp. PCC 6803 »~ A% —iz 5. AT cy AbrB2 0)7«47%77“0:&%&%&‘%‘]@
OWREMER, NEFA, BoE T, TF3ET, M JIEERL, &7 AEmET

FRSENA TRELE FE O T A)VF =S o) B 7230 0 7 )5 UKD A i SR Of 4
IR 7, WmAEL, S, EHMEART, siHE—, O/MEER

YA RIS 3- RAKRS) ) VIR K FEE R O T O AT ) v 7 HI IR & L
OIS HG, i E—, WNFEZ, FHEE

SUARFAFFERE L L= DS HEME 535 E3 LEFF )4 —¥ FLY2 ORERERAT
OBIMIE, PR, AT, George W. Haughn

SUARF AFDRGEREDRTRNC BT b7 F BRI O
TIFE AL, OF B

YUARFAFIZBITD D- TIE ) — A 5- ) ERE W Al 1 (5 T O S BRIk o i AT
OWEKF, BFIORGAR, /REE, R
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1al07
1al08
1a109
1al10
1all1
1al12
1aJ01
1aJ02
1aJ03
1aJ04
1aJ05
1aJ06
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1aJ08
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111 3

RYF BN IR E AR BB R H DS 737 TMN1
OBNREE, WAEL, StHERE, =#5+

AT FREREAMR T L2200, XS 2T bor]-TIEZFRE #101 QR KB IR T O %
Ol <1, MRNIFER, MHVOA, =Hn ¥

EE DBEFL Y — %155 ROP GTPase Dfi#HT
ORBER, &Ik, EHEE, e RS, BEEHE A

ML BE AL AR 251 2 A T 9 B DR AT
Onatikless, ‘GIFH%E, MR
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Early events of wound-induced cellular reprograming in Arabidopsis
ODuncan Coleman, Tatsuya Takahashi, Momoko Ikeuchi, Bart Ryman, Akira Iwase, Kazuko
Yamaguchi-Shinozaki, Kanji Miura, Keiko Sugimoto

HEM O/ 21213542k DNA BLH %2 O ff ASISI DS TR GG LS 2 A = XLHDHFAET B
Ot iz, FEpett—RE, mHER, FT-0, EEY, 208, R, Kushnir Sergei, /Mg
JiE—

Cytokinin enhances photosystem assembly in Arabidopsis roots via transcriptional regulation
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CRISPR/Cas9-mediated targeted mutagenesis of flavanone 3-hydroxylase gene in tobacco,
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