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Expression analysis of purine permease family in
Coffea canephora

O#HMIN 3L, 5 AP, kil S, K SRR,
VS N AT 3k

TROK - EAERE, R SERNR AR, YRS BK - A A BREEETR
P-002 vEUYRDEBFRFICHIDTST4—
ZARHICADLDERDIRE

Investigation of enzymes involved in planteose
metabolism during seed germination of
Orobanche minor
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Accumulation pattern of functional amino acid
citrulline in cultivated watermelon fruit
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Analysis of bZIP3 transcription factor mediating
nutrient signals in Arabidopsis
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Functional characterization of resveratrol
O-methyltransferase from Acorus calamus
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Characterization of anthraquinone
glycosyltransferase genes from Rheum palmatum
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Identification of two genes potentially encoding
S-oxygenases in the biosynthesis of S-
(methylthiomethyl) cysteine sulfoxide in Tulbaghia
violacea Harv.
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Identification of genes potentially encoding
oxidase involved in the biosynthesis of S-alk(en)
ylcysteine sulfoxides in garlic
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Discovery of candidate genes involved in
biosynthesis of (seco)iridoid and terpenoid in
Cornu officinalis
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Identification and functional analysis of
phytochelatin synthase genes potentially involved
in the biosynthesis of S-alk (en)ylcysteine
sulfoxides in garlic
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Distribution of tricin-oligolignol metabolites in
Oryza sativa
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Identification of glutathione S-transferase genes
potentially involved in the biosynthesis of S-alk
(en)ylcysteine sulfoxides in garlic
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Dynamic metabolic profiling of camptothecin
biosynthesis using isotopic labeling strategy
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Spatio-temporal expression profiles of transporter
genes in Petunia limb
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Functional analysis of a transcription factor for
regulating the expression of chlorophyll catabolic
genes
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Characterization of UGTs responsible for steroidal
saponin biosynthesis in Dioscorea esculenta
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Genome editing of a-solanine biosynthetic gene
St16D0OX in potato
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Characterization of flavonoid
C-glycosyltransferases from legume
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Characterization of a flavonoid
C-glucosyltransferase from violet (Viola x
williamsii)
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Research of an 0-glycosyltransferase involved

in the isosaponarin biosynthesis in Wasabia
Jjaponica
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Exploration of glucosyltransferases involved
in the phenolic-xenobiotics metabolism in
Arabidopsis
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Change of lignin structures in the mammlian
digestive system
O/hkk BESE'. DA 1B, RS k', JKEP HURS
G TS, SeIT KW' I REEES. PadiE BEORIRY
Mg e
PRORAEEE, IR - B CROKEE - B T SDNAE

P-023 Orldphytoene synthaseZt%HI#Y S
redox¥ VINOETHD
Or is a redox protein that regulates phytoene
synthase activity
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A novel class of plant type lll polyketide synthase

involved in orsellinid acid biosynthesis from
Rhododendrn dauricum
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Genome structure of Rosa multiflora, a wild
ancestor of cultivated roses
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A web database CATchUP: comprehensive
identification of spatiotemporally regulated genes
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Analysis of transcription factor that regulates
plant cell totipotency in Arabidopsis
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Genetic study on an epigenetic recombinant
inbred line with high shoot regeneration efficiency
OM-R 380 K R IhA #72 KE 5 w2
HRER SREE, PAS Zeqr!

"R BRI - T

R - EMBRRE PR RIIIIZE v & —, PSR - B
P-029 U 2dmhSLF—HEERDOERN
Analysis of columnar tree shape mutation in
apple
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Functional analysis of HRO109 transcription
factor that regulates plant cell patterning
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Mechanisms of parthenocarpy induced by SNB1
transcription factor
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Regulation of stability of VNI2 protein, a negative
regulator of xylem vessel formation
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Analys of physiological function LEA14A
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A purine permease gene specifically expressed in
a bitter cultivar of Lupinus angustifolius
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Analysis of Arabidopsis thaliana FLOZ2 gene
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Exome sequencing in the tomato Micro-Tom
mutant population
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Expression analysis of anthocyanin biosynthetic
genes in corolla developmental stages of Primula
sieboldii ‘Nankin-kozakura’
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Identification and Functional Analysis of
FLOWERING LOCAS T (FT) Homologous Gene
from Vanda
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In silico screening of genes responsible for
tuberous root development from Rehmannia
plants (2)
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Isolation and analyses of novel factors involved
in the transcriptional regulation system in
Arabidopsis

ORI AN Wik BAL SR ZE
Wkl BATES, ER pE

VEASRE - B ek A, ZBA - CSRS. *Max Planck
Institute for Plant Breeding Research, %k - ¥ T.Hf

WA A7

P-041 >OA4XF+XF -HAL VIV IEFMOMID
HWaERBZEDIMEZREsmom8,smom 12 Di&(&ER
Genetic studies of smom8 and smom12,
suppressors for a loss-of-function mutant of
MOM1, an Arabidopsis silencing factor
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Analysis of genes related to flowering in bamboos
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Global identification of genes contributing to
acquired osmotolerance in Arabidopsis via ABA-
independent pathway
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Analysis of the roles of FLOC, a FLO2 interacting
protein, on rice seed development
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Cloning and characterization of a stress-
responsive gene encoding a CHRD domain-
containing protein from a halotolerant green alga
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Proteome Analysis of the Infection-Specific
Proteins Produced in the Stem of Japanese Birch
Plantlet No.8 Infected with a Canker-rot Fungus
Inonotus obliquus Strain 10-U1
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Physcomitrella patens activates defense
responses against the pathogen Xanthomonas
oryzae
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The effect of inhibition by tea extract in
Agrobacterium growth
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Sclerotium delphinii is a harmful fungus to
Racomitrium japonicum

OH:# RE., W B FKH K
IR YR AR

P-050 #F¥EI > K774 hSerendipita indicami
KD IAIWATFAI—FICLDI0O04XFZXFHAIR
FEEFEDBM

Studies on the development of lateral root

primordia by unidentified chemical mediator(s)
derived from a root endophyte Serendipita indica
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Monitoring of LUC-tagged JAZs' degradation and
application for JA agonists screening
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In Vitro Bioassay of Allelopathy in Arabidopsis:
SW Method and DIA-PP Method
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Establishment of clonal plants induced in

meristematic nodules of rice seedlings cv.
Niponbare
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Production of haploid calli from Sugi (Cryptomeria
Jjaponica D. Don) megagametophytes.
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Field cultivation of Bupleurum falcatum clones
propagated through tissue culture
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Inspection procedures on the high frequency
adventitious bud formation from lateral meristem
of dicotyledonous plants
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Establishment of hairy root culture system of
Lupinus angustifolius
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Culture process of somatic embryos after
transformation by particle bombardment in tea
plant
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A new transformation method using regeneration-
promoting genes in Nicotiana and Arabidopsis
thaliana leaf segment culture
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Genome editing of Sugi (Cryptomeria japonica D.
Don) using CRISPR/Cas9
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Development of a high-efficient Agrobacterium-
mediated transformation method for a male sterile
lily [Lilium. cv. Tiara]
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RdDM-mediated TGS induction of endogenous
genes in rice
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An in planta biolistic method for stable
transformation of wheat
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Comparison of the IR-PTGS suppressor activity of
2b proteins from CMV IA and CMV SD strains.
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Creation of a low-amylose-starch potato by
genome-editing
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Multiplex genome editing system for plants via
tRNA processing system
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Engineered riboswtch-based control of geen
expression in plastids
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Application of Target-AID in Tomato; Toward
developing Long Shelf Life Tomato
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Comparative effects of ethylene inhibitors in
Agrobacterium-mediated transformation of wild
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Characterization of herbicide-inactivating
enzyme, HIS1, and its homolog proteins
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Characterization of rice H/S 1gene, conferring
tolerance to multiple herbicides
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Detection of edited FAD2 in T1 progenies having
the editing vector
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Mutants generated by target-AID demonstrates
the functional role of SIETR2 in fruit ripening
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Improvement of the high-throughput evaluation
system using agroinfiltration
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On-site detection of DNA damage from low-

level radiation by Arabidopsis callus harboring an
alternative B-glucuronidase (GUS) reporter gene
in field of Fukushima
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Promotion of the use of proteins as a nitrogen
source by proteases secreted into the
rhizosphere
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Transcriptional regulation system through
tyrosine kinase in Brachypodium distachyon
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Effect of DNA double-strand breaks on
endoreduplication in radish tissues
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Generation of Arsenic tolerance plant by using
Arsenic transporter ArsB and organelle-targetting
system
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The screening of light signaling mutants from
DEX-inducible transgenic line expressing
transcription factor fused with GR in Arabidopsis
thaliana
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Phylogenetic analysis of coastal plants and
sequence diversity of HKTs from wild turf grasses
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Analysis of mechanisms of morphological
changes under mild salt stress condition
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Identification of salinity tolerance genes in the
liverwort Marchantia polymorpha
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SHE-2RICHITD NS RO T b= LR EE-2
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Transcriptome analysis of heat tolerance between
Arabidopsis thaliana Da (1)-12 and Ei-2
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Luis Barboza® HIH &A%, &8 B4 WH
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YRR N4 o, *University of Costa Rica, Seed and
Grain Research Center, *HEEK 4/ Atr ¥ —

P-085 fiiEHArabidopsis thaliana Bu-5% R /=
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Isolation and genetic dissection of acquired
osmotolerance defective mutants in Arabidopsis
thaliana Bu-5, an osmotolerant accession
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P-086 =EZFEMAERIOE—5—ZRU\/=BrM
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Infrared laser mediated gene induction for
Arabidopsis using the synthetic heat-induced
promoter
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Expression analysis of the cadmium responsive
genes in wild rice species, 0. barthii
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Functional characterization of plant sphingolipid
desaturase
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P-089 Synechococcus sp. NKBG15041c MDIBjE
BEEEFEEALEIOAMXFTIXFDES
Expression of chaperone-like protein derived
from Synechococcus sp. in Arabidopsis thaliana

OFFH A3, IH Sttt B R
FEIOK - BE - R

P-090 *BRZE{funi-1D%=RBVFHEIKEDE
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Identification of novel transcription factors
affecting morphology during activation of defense
responses by using Arabidopsis semi-dominant
mutant uni-1D
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P-091 FroEOJAAABEZBERBRDVY LIV REZ
BREFHFICHITDEDHRREN

Analysis of leaf growth under mild drought in
maize recombinant inbred lines

Ol #H)', Nathalie Wuyts®s Kirin Demuynck®
Hilde Nelissen®. Dirk Inzé*

YW ERFRFE  BL¥M7ER, “Department of Plant
Systems Biology, VIB, Ghent University
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The regulation of seed dormancy and germination
by OsGRXC2;2 in rice
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Isolation of novel transcription factors which
related for brassinosteroid response.
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P-094 7X#*77EH) D DOMKIAEXZEDEN
Analysis of vacuolar sorting pathway of Phaeolin
from Vigna angularis
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Secondary metabolites produced by cell
suspension culture of Swertia japonica |
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P-096 HEEXFEDIAFRAMIEILFOZERS
Ingredients of sugi immature male strobili
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Transcriptome analysis during ethylene
stimulation in Para rubber tree (Hevea
brasiliensis)

OBy 225", SEH RE' & ferF 3 BEr
Farida Rosana Mira®, {30 LA #Hik 2

EARHE - BTk AL 2T F AR v PSR,
*Laboratory for Biotechnology, BPPT, Indonesia
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Histological and transcriptomic analysis
associated with jasmonate-induced laticifer
differentiation in Para rubber tree (Hevea
brasiliensis)

OKXE B3 SbH EE'. %6 535", fe k',
WP T B Farida Rosana Mira®, 34 FIT2
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ERHE - BT a ke A, PTYF R b - LR SR,
Laboratory for Biotechnology, BPPT, Indonesia
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Improvement of Agrobacterium tumefaciens-
mediated transformation efficiency of
embryogenic calli of Para rubber tree (Hevea
brasiliensis)
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Screening of Arabidopsis putative ptdins3-
phosphate-binding proteins involved in
autophagy
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Elicitor-induced acteoside production in cell
cultures of Sesamum indicum L.
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Characterization of plant oxidosqualene cyclases
using E. coli expression system
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Improvement of transient expression system for
production of recombinant proteins
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A1 f#'. Mason Hugh S% 7L '
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TLERW-BERMEEDER

Genome editing of S//AA9 in commercial tomato
cultivars by CRISPR/Cas9
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Generation of functional gRNAs by endogenous
RNases-dependent RNA processing system
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P-106 Emerald Gateway TALEN system®7=&®
ERIFEHARELEYA 2 B FRANI Y —DRF.
Construction of a novel genome editing vector
containing inducible TALEN genes.
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P-107 kXY H2xd% (Physcomitrella patens)
HEARILFF+ 25—t (Prx34) DPichia pastorislZk
DEE

Production of Physcomitrella patens peroxidase
(Prx34) by Pichia pastoris

O 7'y Bk SRk il #1072,

Jari P.T. Valkonen®

BESREE - BT, BEEOK - EWPLT, *Dept, Appl,
Biol, Univ, Helsinki

P-108 4 iSE{EAMEEDGERENBIRRDESE
Establishment of in vitro translation system based
on rice culture-cell extracts
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P-109 K#EIEOSIAVYIDEICSEND
Gancaonin ROD#REETRZE

Functional study on gancaonin R derived from
the leaves of hydroponically cultivated Ural
licorice
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Effect of copper plates on cyanobacterial cells
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Diversity of seed chemical composition among
Jatropha accessions in Botswana
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Flowering, pollination, and seed development of

Aldrovanda vesiculosa,an endangered aquatic
carnivorous plant
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Collection and Maintenance of Plant Cultured
Cells at RIKEN BRC in 2017
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Practical curriculum in a postgraduate course to
prevent scientific misconducts
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