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14:00 |1C-01 1D-01
Key stages of plant fiber development to manipulate fiber I K774 NSerendipita indicakt®\C& 3> 04 XF+XF+
yield and quality BIREREEZE X H = X L DOFE
ONatalia Mokshina, Tatyana Gorshkova (KIBB KazSC RAS, | Serendipita indica, a root endophytic fungus, induces local
Russia) auxin biosynthesis at lateral root initiation sites in Arabidopsis
OFffk 25, T AT, FEE a1 . KE KR OK
FRFF ST R i SR B B2 E 7R L)
14:12 [1C-02 1D-02
Phenotypic Characterization of Heat Tolerant Tomato Mutant HT7 | EF/LEH S O4 X F X F # AW ER I SEREEO X FEY
ODung PHAM!, Satoshi FUJITA!, Ken HOSHIKAWA?, SPROBEAT
Hiroshi EZURA? (*Graduate school of Life and Environmental | Molecular disection of gall formation process using Ab-
Sciences, University of Tsukuba, 2Faculty of Life and GALFA method using a model plant, Arabidopsis thaliana
Environmental Sciences, University of Tsukuba) Offiig Fei'. A AL AN A i KB mp Him',
RH AR KRB —IEN P T CRURRE KSRk bk fy
BRBERLEIRSERE, TRURRREE SR A A AR ER)
14:24 [1C-03 1D-03
Systems biology approach to elucidate camptothecin FEEMOFTEBIE TR 5 3 MRS LDOEE
biosynthesis pathways m-plarjta Cell differentiation processes associated with the formation of
OAmit Rai', Hideki Hirakawa®, Ryo Nakabayashi®, parasitic plant-host plant complex
Hiroshi Tsugavlfa{ Taiki Nakaya', Tetsuya Morig,’ TR . EAK B EE O (PR A EER
Hieyuki Suzuki’, Hiroki Takahashi’, Kazuki Saito"?, 2R R
Mami Yamazaki' (‘Grad. Sch. Pharm. Sci, Chiba Univ., “Kazusa
DNA Res. Inst, *RIKEN CSRS, ‘Med. Mycol. Centr., Chiba Univ.)
14:36 [1C-04 1D-04
Functional analysis of licorice UDP-dependent HAERARFIC & 2 EBEMAIFIERFVNI2O & > /X7 B8RS
glycosyltransferases and its application on combinatorial D dati fFVNI2 tein by its int ti tei
biosynthesis of triterpenoid saponins in Saccharomyces egradation o protein Py Its interacting proteins
cerevisia O R el #67, E wEF, B¥ 25, )l 248
(OSoo Yeon Chung', Yuhta Nomura', Koji Kanazawa’, N B A 3RS 1o ﬁ’ﬁﬂl (MFERF - b -HT, R
Erika Tsuji', Hiroaki Hayashi® Hikaru Seki', JeImR - B - Ses RN LA - A d Rk E)
Toshiya Muranaka' (‘Cell Tech Lab, Department of
Biotechnology, Graduate School of Engineering, Osaka
University, “School of Pharmacy, Iwate Medical University)
14:48 |1C-05 1D-05
A bifunctional O-methyltransferase involved in the 2 aN— NEDT AT T LM TEMRFICH T BROS
biosynthesis of flavonolignin in rice ER-A— N TS —DEE
OPui Ying Lam', Naoyuki Matsumoto', Shiro Suzuki', Wu Lan® | Critical roles of autophagy and NADPH oxidase-mediated
Yuri Takeda', Masaomi Yamamura', Masahiro Sakamoto®, ROS production in the regulation of tapetal programmed cell
Clive Lo*, John Ralph?, Yuki Tobimatsu', Toshiaki Umezawa'® | death in rice
('RISH, Kyoto U, “Dept. Biochem., U. Wisconsin, *Grad. Sch. ORZE #61, EH £, sk 18, 1R 22 NP B0,
Agric., Kyoto U., “SBS, U. Hong Kong, "RUDGS, Kyoto U.) BE ST LIy BT, okt B0, Ay e (R ERES
FORHELA - T SRGGHRK - A A=V T Tar 7472 s —,
fﬁ?‘ifiﬂﬁﬁ’iﬁ CERT SRR SRR BAAEER (R).
SEISTEARHE, AR - . TR - LR R RERIT)
15:00 |1C-06 1D-06

Multi-metabolomics by liquid chromatography-tandem mass
spectrometry and imaging mass spectrometry for specialized
metabolites in Asparagus officinalis

ORyo Nakabayashi', Tetsuya Mori', Feng Qiu?,

Kei Hashimoto', Kiminori Toyooka', Takashi Asano®,

Hiroshi Sudo’, Lloyd Sumner®, Kazuki Saito'® ('RIKEN CSRS,
“University of Missouri, “Twate Medical University, ‘Hoshi
University, °Chiba University)

1 X DREPMMEDRKE R Foniond DEFHT

Analysis of onion4 mutant that shows abnormal epidermis
development in rice

OFgith !, /e UK IV BRAES 1k 4% &% (3hi,
P SR (Hb RS RSk REERfgeRE, Stk Rl
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15:12 |1C-07 1D-07
Understanding biosynthesis of aconitine-type diterpene MY MCBARBRED -5 THRSERRKSZ /N ESPFFORIE
alkaloids in Aconitum japonicum e ) ) )
‘ Identification of a novel receptor like kinase gene that is
OMegha', Amit Rai', Tetsuya Mori’, Ryo Nakabayashi®, responsible for male sterility and parthenocarpy in tomato
Michimi Nakamura', Hieyuki Suzuki’, Hiroki Takahashi’, OubJf !, fes Bl 229 2—! Michel Hernould®.
Mareshige Kojoma®, Kazuki Saito", Mami Yamazaki' (‘Grad Christian Chevalier®. VLI 1 A4 =20 (kA 4 i 4.
Sch Pharm Sci, Chiba Univ, ‘RIKEN CSRS, *Kazusa DNA Res INRA Université de Bordeau)
Inst, “Med Mycol Centr, Chiba Univ, "Health Sci Univ
Hokkaido)
B £= Il
15:24 |1C-08 1D-08
MSEAp: Development of a metabolite set enrichment analysis | 7 Z/855 1) — 7 DHEMFEBEICE 32T T D BORE
toolkit for plant metabolomics community . . L
‘ Effects of abscisic acid on plant regeneration in Gra Para
OAtsushi Fukushima', Kozo Nishida® (‘"RIKEN Center for Leaf
Sustainable Resource Science, “‘RIKEN Center for Biosystems OH% AEL ALR IBAER FH #—pl ME =8 Al (R
Dynamics Research) TR KR A RMERISER. TR AR N
FAA R FED)
15:36 [1C-09 1D-09
Effects of UV-B on hormonal balance in Chenopodium quinoa | b A DAREFHRICH T2 F—F X M)TT7 b DOFE
(OThais Huarancca Reyes', Lorenzo Mariotti’, Eﬁeots of auxin and strigolactone on adventitious shoot
Jose M. Ramos-Diaz® Kirsi Jouppila® Lorenzo Guglielminetti* formation in ipecac
('University of Pisa, “University of Helsinki) OMpE =5 402, s Bl Nl EF2 T #%—Er% (5
PEREE AR SRR, THGE RS Ay
BHEEmrseEh)
1548 [1C-10 1D-10
Nitrate Reductase Modulation in Response to Changes in BXR- VB BBRESEGETHEL A RIIHEFRXN)T
C/N Balance and Nitrogen Source in Arabidopsis S9N EASREBEFORE/INZ -
OLorenzo Guglielminetti', Thais Huarancca Reyes', Expression patterns of strigolactone-biosynthetic genes of
Andrea Scartazza® Antonio Pompeiano®’, Andrea Ciurli’, rice in nitrogen, phosphate or sulfate deficiency
Yu Lu*, Junji Yamaguchi' (*University of Pisa, “National OfE B2l 854 109es, AT s —ERL 11T A2 B,
Research Council, *University Hospital of Saint Anne, MEIE =202 QB - 12 - A ArRbot, 2B - ARGk - b
*Hokkaido University) Y., Sk - b - R ArRE)
16:00 [1C-11 1D-11
Functional analysis of a deubiquitinating enzyme involved in | RJ hO> A X =T THRIMTICEL D b~ PREADKEKEY
plant C/N-nutrient response via the interaction with ubiquitin | ;& aEzk D EJ#8(L
ligase ATL3
) ) Visualization of photoassimilate translocation into tomato
OYongming Luo, Shigetaka Yasuda, Yoko Hasegawa, Yu Lu, | fruits by a positron-emitting tracer imaging system
S S o T Py f e s oo . . . T8 105, R0 0, =45 5
* v B AL D Fo%, W AR (BT REEH TR B 56 bk
e I == s T 5ERT)
16:12 1D-12

BEEFEN T ¥ ERFHEOREICH T B HICE DN
The photoresponses of seedling growth in eelgrass

ORMH FREF. JIE W43, 1EH B ETHIZ RS kRd/
AT L)
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9:00 |2A-01 2B-01 2C-01 2D-01
7YV IRTEEMRRICE |BECEEECFREAMEICEE | 57 v VAEERDORE ST | BRKREICICE L LA HIHE
B3 AFIERIGE X FIVILEESR | § 5GRASZ /N B DBBERRIT | L/ X4/ LOFERE LS ICR5 ¥ 2&5RF DR
Methylation and Functional analysis of GRAS | Comparison between Hevea HERERRAR
methyltransferase using the | proteins involved in defense | brasiliensis and latex less Regulatory mechanism
cultured cells of Phytolacca |responsive gene expression producing rubber genomes of flowering induction
Americana i i
OB 5N, T4 &0, ORI Wi 7, JIIg 3!, | Inresponse to nitrogen
OF Sug S ESN TR HUAN A iEE. NE BILT da Silva Gilvan Ferreira®, availability in Arabidopsis
il %2‘ AN =, FH %1‘ BB AL KN HDA, Muniz Aleksander Westphal®, Ofkii £t FA L.
EH e CRlLERRE, B\ S5 A2 (BT KA | Cordeiro Everton Rabelo’, FL AR I ek -
ALK WK, KRG RE) | e B ens) AJF ' CEALER B | B )
ERHFEIITE s — B/ 3 AT
787 )V—"7, “Brazilian Agricultural
Research Corporation,
EMBRAPA, 772V)
9:112  |2A-02 2B-02 2C-02 2D-02
AV YA VIR VEEMRRIC | L7 ORAREBRONICH | BERXOBREARETICL S X |AXBANY O XF IS T
& DECHEILIRIC CECHE(LEER | 54 2MYBEGERTFOMAERMNT | 24A0— LZ1L A4 TICH T BBRICED
Glycosylation and Functional analysis of petal Metabolome Changes Due to EZE1EL 0N
glycosyltransferase using the | epidermal cell shape-related |High Temperature Damage Analysis of natural variation
cultured cells of Phytolacca | MYB transcription factor During Ripening Stage in in response to nitrogen
Americana genes in torenia Brewer's Rice among Arabidopsis thaliana
O ', e . | Ol 57, OKI 438", fi% 57, | Scotypes within region of
F b B N —, TH ®'|Laojunta Tanapoom'. St BORER', TEnk 817, Ja?ah o
CRILBAAS:, “RIRS:, | KH T K L =3k @ (kA | OB Bl #el
SR, RAA) KB B¥E OGH ER Be  EARRERRR Gk | PIH SR BUE el
I B CRIRSE - BB, | R, PR Rpd) | RE ARG, JEPY 2
NIESTHIE 3w e T W =2 4 I (UK
SEFAB, SHORRHE 7 K2 FRERE BFGER. THOUR
BEARHE - TR R) o AEMAE LS —,
CEERRSERT N1 — AR
Fetry—  EEREHHEE)
e il
9:24 |2A-03 2B-03 2C-03 2D-03
HERBINICLBHAAN VT | Na2xH L FUEEERIKE (RR. BE RBECELES |V EIVABBFOTI T4 —

TR X FIEEGEBEREDR
TE & HERERRAR
Co-expression-based
identification and functional

elucidation of novel isoflavone
methyltransferase

Omm B’ &m A7

A FUC, AR B

e OHRY, LA

P 2 (CPIRFCSRS, “KT
IV — &)

ZTFDEACLDZEETYH
F OIS

Genetic engineering of
betaxanthin biosynthetic
pathway in Japanese Morning
Glory (/pomoea nil) to make
yellow colored flowers

O s T HY J58 oK
PR B4, AR MR,
N EZ CHIER EETE
Breoy—. PRTETE e
K AR )

F I E HAEMGT TOMRNAA
BRI EB AL D B4R

Analysis of mRNA internal
cleavage site through

growth, development and
environmental response
O=F =4, 18 K,
(AN]SR S TN
(7% BB Bl R K )

ZRHEBER DR H L U2 DR
ERINRFICE 7 B
Studies on planteose
metabolic enzyme and the
effect of its inhibitors on seed
germination of Orobanche
minor

(@)% X< ANV iV SN
(2= SN DN

R EE CBURRRBRE &
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9:36 2A-04 2B-04 2C-04 2D-04
IV 2—RIBIIEE LS | TREX Y FUoAEKEIE | EMMRNAOREREIRTICEAD | b~ MIHWTAGPases
1 AEEMBANICEIZ1Y | FEEALALI7OTIRITH | 2EHINEBOBENR PEPCKDHIRIFI  REMES
7 TR ECRER D N R BE kD EH Analysis of sequence feature BEERLIED
Deconjugation of isoflavone | Production of transgenic related to internal cleavage of | syppressions of AGPase and
conjugates in suspension crocsmia plants with plant mRNA PEPCK cause decrease of
cultured soy.bean. qells after astaxanthin biosynthesis O 558k, FB Foln fruit sugar content in tomato
treatment with eficitor genes [ LR, AR, | ORR TR Sk HE
O 27, FIS Bz, Omidt Zett's Kar I HUR 46, DIE 5 (RELSERL | 3 KB, FtAE, DRy (7
P AEE L T CRACRRE T | ER #27 JUR H— R EEH AN A SR ) Bk g VI Y (SR
=R (IE)HL‘?';\‘iﬁ% H FOIHEREM A/ X — a3
PB G T AEIGERT, Pk e gy —, SRR IR
BT FERT) o LR A ISR
72%k, INRAFILR—t 57—,
ST RFE AT 2 B S5 HEAS)
9:48 2A-05 2B-05 2C-05 2D-05
STV EEETETI BIEFEACLIESOERE | SO XFIFURY—LEY |77 NTFYTICEFBNAD
T4 LDOERE ®EBEEEZBIE L 2FEK | /NVEUWAEBIFRELOFER | ¥ F—EORRE & B
Breeding of a novel red- D '{N 7F Kl _‘)5 HEFR L TY | Metabolic regulation and
flowered delphinium that Production of high iron Y —LOBEREHIET 3 NAD kinase functions in
accumulates cyanidin rio(? via the enhanpement Arabidopsis ribosomal protein cyanobacteria
OmE T 511 AL of iron transportation and _ uL4 modulates translation O B, &= 5T
RS R, W A Sopronohes Y renseenic. | activity of ribosomes via | sz g2 il 4,
, sl (L. A interactions with growing U poh o
/N B (CRRTOR - T - A el N .1 |nascent pol tid LT AR B AR
- . AN ORI &L 21 Hr 7ok polypeptides . !
=TTy, k3y) S 7 . . ) & ET HE R
/J‘7H( 5L EAN EP@ F.‘—j."f_“‘ OI%T./L} ﬁj( N k% ﬂ_&ﬁt ~ J”/El\ E;’f 1 (lf‘ﬁj:j(’_%l' }EI,_%L.
T T CaINRSTR Y | RBE f2 B2W 395 Eﬁ%ﬁ; 23 oK A R
BRI ZERT Zi:‘ijﬁ? i FHZEZ\ AR 'T:'?LZ (l:”fj( . 5¥$)Hﬂj§: W - BaFEs
ok bR R) Beskdr, Lk - b P UL
e ¢ " ik, BEER BH)
10:00 |2A-06 2B-06 2C-06 2D-06
BBH-—%—23 i85 T7 2 |BSRIGHERY MY XFELERER W2 M~ MEEK fap OF | PO XFXFDOGH116: B-7
FNOTZOEROMGIERR | REAMEERT bickit) WAL A —ENT 0T DEEEERFT
Elucidation of suppression Sugarcanes overexpressing | Phenotypic Characterization | Biochemical characterization
mechanism of anthocyanin BSA1 display smut disease of Heat Tolerant Tomato 7/ap | of glycoside hydrolase family
synthgsis in white-colored resistance mutant 116: B-glgcosidase paralogs
carnations TH AL Ty = O 45", Dung Pham'. from Ara{)/dopS/s B
Ot B!, 5 iy O SB CLmHEH 4wt | #2 T o2 (sks | O 12, mE T’ ('
ERCEL W RERIFIZEERRT . 2IRRieHE | kb AGBUERERieR, AT ETAE AR
A. Cano Emilio’. /MY B | wpemizesnr) UK A EER) ik MR NI L PN
(R TR, 2Dy e 7o) FRFBE  BRFHAIIER
AR AL, *Barbret & AW FEEI)
Blanc)
10:12 |2A-07 2B-07 2C-07 2D-07
2 NNVEBBEERAEN L | BEFHERAEERRIXO |(EMCHH23X7+ 2 0BE |SBEX M IEFETOIO/X
AN ERBEROERY |REIZERECSI3TRME | BEEBEDOSHEMTREELE | FXFETCEEERELICES

SRR & £ OECBIRTFE

Catalytic consequence of
protein-protein interactions
of chalcone synthase with
enhancer of flavonoid
production

OMFR Brr!. KEH 38l
i SR L B
FJT A AR I

R =70, BB

A R, il s (R
(R N7 N~ N 111
CSRS. “3:2EHF)

& BRFHE

Evaluation of sterility and
growth pattern in field trial of
male-sterile transgenic Sugi
(Cryptomeria japonica D.
Don)

O/NER B—. i FH,
BH R, A0 (A
WRgERA b A g 5 —)

EMFHES

Unraveling the structural
diversity, biosynthesis and
biological functions of
sphingolipid sugar heads in
plants

ORI F#8, NG Bkl (%
K- B - BT

T3 )/ — BT DR

A heat-inducible lipase

is involved in remodeling
chloroplastic glycerolipids
in Arabidopsis leaves under
heat stress

O# ZE5L fie =

ft g =i 13 = F AN

s —H#E', Eva Knoch',

BB gk, Ak i (CHE
CSRS. *T-#akbe - 32)
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10:24 |2A-08 2B-08 2C-08 2D-08
FoXVIICHIBZIHNAL [ FFTTDHVIBHMECHEE |77V /X704 FOISEEE | X2 KO- LEMERVEY R
BRBREOERMIFRMERIE | 2B OER ICHIE S 285 RFBHB1DEEMT | 7126 1 2 EIRRE DR FAFER
Characterization of chalcone | Optimization of tissue culture |BHB1 negatively regulates Metabolome analysis revealed
synthase in Antirrhinum media for callus induction and | Brassinosteroid response the cause of an unexplained
majus ‘ A plant regeneration in Kenaf OER BEL Bl R d|ie‘ase of :Japanese gent|an
OFFF M, R Bz O¥g 3t B . AH B2 HHrp HE—m2e, b Sefel, OFts A7, I 547
I Shth, PR SESE. B EE GRS EZERT) 1k Wi, e Rk HH FE (AHPEEA S
e AR il GREekke 1) RS, B (ks - | TEMTEN RS-, YET

LT, RF-CSRS. Btk | WIS —)
FEZEALS, REARHE)
R - fEEIEE

10:36 |2A-09 2B-09 2C-09 2D-09
FOXIVUIILBTB TN | VIVALOEREFEERE | RRILOESHKEHET 28 | 1 XICH T2 LBHBIER
TON/ A REEVPT IR/ A | EBRBRROIBEICRE T T BERFRUZDFEEMADOETE | #'> 2 VTHREBEICRIETTE
NG RBRE OB (FRFT Towards improvement of The identification of Impact of chromosome
Protein-protein interaction sorghum tissue culture and transcription factors and segment substitution on
analyses of phenylpropanoid | transformation system their physical binding sites oxalate accumulation in rice
and flavonoid biosynthetic & A that possibly regulate natural Gl g e
enzymes from snapdragon QEH %F > H’%T H;‘L ., |rubber biosynthesis Oﬁiﬁ%fii #iE 41 (SR

KHI 2 SR B ik B b BPIT A, HH RS
Ofl%R [F', ik 58, S O o | OWH BT SR AR g s gy e,
AR Bz, K 16—, s R RRGERL, ket — | VR NE 58 g et el o
A AEA Pl S ORI | -, S mar | ST SRR RN ) e s ol ge— e,
B T AUERSE BHEAT OV | 2p2em7) LW BB, s e (EASE AR
IV A Zﬁhﬁiiﬂ’kl%%ﬁ%]: )%‘ Eﬁﬁa%ﬂ)\ . Eﬁﬂ'?ﬁ\
=WL) R - AR 5
5%%%%1‘% ALERRE, SRR
(BR) . REBIFASE - ACIL BB
SRR - (EIBH e 5 —)
10:48 |2A-10 2B-10 2C-10

X433/ 07z =)70O
N/ A FERBEREERICES
9 3 UDPHERTF R ECHE AL B
FDRFR & HERERRT
Identification and
characterization of
UDP-sugar-dependent
glycosyltransferase involved in
phenylpropanoid biosynthesis
in Cerasus Xyedoens/
OfftiiE 58!, fIK Bzl
G AEEN il
I Ess” (bR R b
J_%Eff ERE CRUNRE: BR
Ee=)

UGN —ARENA A
78—\l & B HEYMER L E

Plant cell culture by single-
use bag reactor

O Z51. ™ ¥, L5EH &
(el = b att)

KM =7 > XBEMICED
ANE/ ZDIYDOH K I LM
MIZEE b B BIETF DR
Analysis of genes related

to cadmium tolerance in
Athyrium yokoscense by next
generation sequence

Onsfil B7', gkl
ek VR, R A
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g 2t HIR A
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11:00 |2A-11 2B-11
FIEV LRI SOFRFY | REEFEETOL 1 TRAR
b TFREOEE EREDFE—2
Identification of a novel Production of mature somatic
xanthone from the red- embryos of soybean in
flowered gentian culture-bag bioreactors-2
Offe e A AR, AR E—RY | OME Bt AR &/
THIEF ME=2 A2AS A, MR H T, A B
FHIEF A0, B (AR S AN I A CEIPZ 7S
K 235, Morgan EQ%, At R, 2
A it W B2 (A% | R IR B iiset
B ETE A T T e | v v—, SRR REE: T4
Y— TR GRS | DR AEdr i )
. *The New Zealand
Institute for Plant & Food
Research Ltd.. "\ FhifEx
WgepssL s —, "B K -
AR B R )

11:12 |2A-12 2B-12
FIEDV > RIICH I HFME | 7X2xH > F U EAERR
XYL N EERBREET | FEEALLTU-UT7E
DEITE & HERERRRT EHADIES
Identification and Transformation of Freesia
characterization of novel X hybrida with astaxanthin
xanthone biosynthesis genes biosynthesis genes
in the red-flowered gentian O L4 B2 g 27,
OMRAR L—HB AR R | e ET79. Mg 22
VGG REZS, ASA TR FrkE St SR ORI
IR ST SN = B BTk AR A
BB #', Morgan Ed’y iy T AR R, Fi )11
i 80 W A (A | im ke 4Rt 5 —)
WHEN  AFAEw T
Yy— TBLURPERY - AR
Lo N S VA e SRR R
B, B U SR - AR,
*The New Zealand Institute
for Plant & Food Research
Ltd.. & EH SRSt
VE—)

11:24 |2A-13

) RyONEREBRIEER
ICR 5 h=BA Y BEEFRORERN
Analysis of variegated flowers
found in breeding population
of double-flowered gentian
OWE B2, 0 BT
IR 5A%, /NS HES, /N 4%,
JIRF 320 N 0l (g
WHEN  AFAEY TETEE
vy—, METEEEELY
G TR R Nt
“5—)
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9:00 |3A-01 3B-01 3C-01 3D-01
JOAXFRFEFICEITD | ROICSZEHNMBBADONRT | HRFITLBREICHT S0 | FREREEERERILEY
FAVITFEERICEAEYT | F K-DNABEHFEA 1 XF XS DICEREN DE RS DEEAR
PRALBRORE A Centrifugation-Assisted Analysis of response of Characterization of novel
An oxidase for neolignan Peptide-mediated plant Arabodpsis mutants to plant defense activators
gé%sggthes,s in Arabidopsis ;r:tr;ws(;‘grmatmn (CAPT) cadmluizpoiui? B OdL EHE' 5
o OfH BFE' . ik 3z’ B RS R HEfES,
Ol £, 5 BT OAR JCB B BG oo ks B 4 CIRR | i . e/ 250
B HEL ek TR e A1 ‘(’iﬁﬂéﬁﬁiftiﬁﬂ e B FREEEH (x| gn I P A (o
('EERF CSRS. *T-3Ekk: - %) . /\fmjf%ﬁﬁ sty A 23—, RGN B | R HT SRR A A
TWFET— 1) SRt ST SIT TR FAT Ry =, ik
KB, THORRE - AR
9:12 3A-02 3B-02 3C-02 3D-02
TRINTH Reis-&/F LY | RTF RDNAREGRERAW: | EREEFASBEANLHRXT |E—-bYay JBIZL242 S
J—IVERBRRY Ty | ERAHMEGREDRCDRES |2 —T v T L FMEFA | BEREREOFEEIB OB
b O XGRS BT Improvement of chloroplast U 7 E RHEREN O 1FR Studies on mechanism of
X-ray crystallographic analysis | transformation using peptide- | Generation of arsenic disease resistance induced by
of asparagus c/s-hinokiresinol | DNA complex tolerance plant using arsenic | high temperature treatment
synthase 8 -subunit ORI FIEL, BT #2, transporter ArsB and organelle | g sl 4 b B
A Ok BT, | R CREERERT, e | e A e
LB WK ERD TR B | BEASE ATy | OB #, TR S5 g i 6 SEiE (s
SRS R W OO\ B - CEesste SR BT, e AR S e
K EAEBERIZRT, Sk | BSEER) L e I P2 SN IPIPN- - -
¥ ORFREEHIR, b Kb @S CBRKE | g
R AR, SURA YR LR )
g ra— VAR R B
=vh)
9:24 | 3A-03 3B-03 3C-03 3D-03
S 7ICBIBHEEEMN Y U F |2 R R T LANDER | RT T OHRZHERTE Gigaspora margarita H+E#)
> OMT DHEREREART FRACDELHREIIDRS |00 deficiency tolearance test | 555 § DREEMMEX 1=
in poplar PUNO) 2

Characterization of bioactive
lignans O-methyltransferase in
Anthriscus sy/ vestris

O/HE BESE!, I IERE
B /J\** F—HR%,
Safendrri Komara
Ragamustari'. F&EZ ELHRL

Tely 988 MEg e (kR

TEWE, 2 (A8 M) — Akt
FEWE], SN —ra—N A )

N—Tartry— (FR).
T— VAR SEAE)

RS

Toward identification

of minimal homologous
sequences for knock-in of
mitochondrial genomes

O B a9 128,
WH LR (BALERr e
CSRS)

ORiM B, #H &
AW 7@/ v A
A= THE T

NS mﬁﬁl (I
SN T
FRMoNAA)

HA7 R R
TRAARTR

Effects of colonization with
Gigaspora margarita strain on
disease resistance in plants

ORkH BiF!, ks
VEIA T52, IR RS

IR ANE AT T AN
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